Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.045; wR factor = 0.122; data-to-parameter ratio = 16.2.
The complete molecule of the title compound, C 16 H 14 N 4 , is generated by crystallographic inversion symmetry. In the crystal, molecules are linked by N-HÁ Á ÁN hydrogen bonds, generating (001) sheets. Weak aromaticstacking interactions [centroid-centroid distances = 3.7383 (13) and 3.7935 (14) Å ] are also observed.
Related literature
For background to metal-organic frameworks, see: van Albada et al. (2007) . For the synthesis, see: Wang & Joulli (1957 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1 2 ; y À 1 2 ; z.
Data collection: APEX2 (Bruker, 2006) ; cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
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Comment
We present a polyaromatic compoud (1) that contains multiple functional groups that can develop a series of metalorganic frameworks with potential applications (e.g. van Albada et al. (2007) ). The molecular struture of (1), shown in Fig.1 , consists of two symmetrical benzimidazole rings. The two benzimidazolyl rings are nearly parallel, witha dihedral angle of 2.645 (6)° between them. Molecules are linked via a network of hydrogen bonds (N2-H2B···N1; Table 2 ). π-π stacking interactions are observed between nearly parallel benzimidazolyl benzene rings. The centroid-to-centroid distance between C1-C6 benzene rings is 3.7379 Å, while between C1A-C6A benzene rings it is 3.7944 Å (the symmetry operation: -x + 1,-y,-z). The hydrogen bonds and π-π weak non-covalent interactions lend stability to the structure. The stacking plot of this compound was shown in Fig. 2 .
Experimental ο-Phenylenediamine (1.081 g, 10 mmol) and succinic acid (0.590 g, 5 mmol) were refluxed for 4 h in 30 ml of 10% hydrochloric acid solution. The reaction mixture was cooled to room temperature, the precipitation that formed was filtered and then recrystallized from water. The colourless crystals were obtained from water after a week (Wang et al., 1957) .
Refinement
The H atoms bonded to C and N atoms were positioned geometrically and refined using a riding model [aliphatic C-H =0.96 Å (U iso (H) = 1.5U eq (C)), aromatic C-H = 0.93 Å (U iso (H) = 1.2U eq (C)) and N-H = 0.86 Å with U iso (H) = 1.2U eq (N).
Computing details
Data collection: APEX2 (Bruker, 2006) ; cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT (Bruker, 2006) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008) . The molecular structure of the title compound with displacement ellipsoids drawn at the 30% probability level. Atoms with suffix A are at the symmetry position (1-x, 1-y, -z).
Figure 2
The stacking plot of the title compound, showing H-bond interactions (dashed lines) and π-π stacking interactions. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2,2′-(Ethane-1,2-diyl)bis(1H-benzimidazole)

Crystal data
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C8-N2-C4-C3 −177.62 (17) C4-C5-C6-C1 0.2 (2) C8-N2-C4-C5 0.31 (17) C4-C3-C2-C1 0.6 (3) C6-C5-C4-N2 −177.37 (14) C5-C6-C1-C2 −0.9 (3) N1-C5-C4-N2 −0.07 (17) C3-C2-C1-C6 0.4 (3) C6-C5-C4-C3 0.8 (2) Symmetry code: (i) −x+1, −y+1, −z.
Hydrogen-bond geometry (Å, º) D-H···A D -H H···A D ···A D -H···A N2-H2B···N1 ii 0.86 2.04 2.8568 (18) 159
Symmetry code: (ii) −x+1/2, y−1/2, z.
